SUPPLEMENTARY INFORMATION
Supplementary Tables: Table S1 . Summary of the results of the RNA sequencing and de novo assembled transcriptome for Rhinella spinulosa.
Final assembly
Total number of reads (millions) 1,761.6 Read length (bp) 101 Total length of reads (Gb) 177.9 Total length of assembly (Mb) 82 33, 632, 975 27, 963, 540 27, 884, 801 25, 732, 973 83 75.8 TAT25G36(2) 19, 509, 561 15, 975, 422 15, 994, 754 15, 242, 394 81.9 78.0 TAT25G36(3) 19, 565, 042 16, 133, 812 16, 152, 313 15, 383, 554 82.5 78.5 TAT25G42(1) 30, 629, 011 24, 569, 964 24, 520, 998 22, 407, 288 80.1 72.4 TAT25G42(2) 18, 104, 744 14, 718, 491 14, 740, 339 14, 020, 157 81.4 77.3 TAT25G42(3) 21, 937, 403 18, 068, 868 18, 087, 377 17, 192, 798 82.4 78.3 Total 850, 892, 714 673, 243, 725 673, 145, 772 619, 734, 
Normalized lib izes (RLE)

